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- T % 72 (Ochiai etal, 2012), 2012 F2 5 . Ei&tER @ TALEN (Platinum TALEN)
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1o AR g 7 AR & 1T, FEERFE T —R 7 2(2020).

2. Ochiai, H. et al. Zinc-finger nuclease-mediated targeted insertion of reporter genes for
quantitative imaging of gene expression in sea urchin embryos. Proc. Natl. Acad. Sci.
USA 109, 10915-10920 (2012).

3. Sakuma, T. et al. Microhomology-assisted gene knock-in using TALENs and CRISR-
Cas9 with PITCh systems. Nat. Protoc. 11, 118-133(2016).

4. Kunii A. etal. Three-component repurposed technology for enhanced expression: highly
accumulable transcriptional activators via branched tag arrays. CRISPR J. 1(5):337-347



(2018).
5. Nakade, S. et al. Biased genome editing using the local accumulation of DSB repair
molecules system. Nat. Commun. 9, 3270 (2018).
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1. Rapid and accurate detection of novel coronavirus SARS-CoV-2 using CRISPR-Cas3.
Yoshimi K, Takeshita K, Yamayoshi S, Shibumura S, Yamauchi Y, Yamamoto M,
Yotsuyanagi H, Kawaoka Y, Mashimo T. medRxiv 2020.06.02.20119875; doi:
https://doi.org/10.1101/2020.06.02.20119875

2. CRISPR-Cas3 induces broad and unidirectional genome editing in human cells.
Morisaka H, Yoshimi K, Okuzaki Y, Gee P, Kunihiro Y, Sonpho E, Xu H, Sasakawa N,
Naito Y, Nakada S, Yamamoto T, Sano S, Hotta A, Takeda J, Mashimo T. Nat
Commun. 2019 Dec 6;10(1):5302.

3. Combi-CRISPR: combination of NHEJ and HDR provides efficient and precise
plasmid-based knock-ins in mice and rats. Yoshimi K, Oka Y, Miyasaka Y, Kotani Y,
Yasumura M, Uno Y, Hattori K, Tanigawa A, Sato M, Oya M, Nakamura K,
Matsushita N, Kobayashi K, Mashimo T. Hum Genet. 2020 Jul 2.

4. ssODN-mediated knock-in with CRISPR-Cas for large genomic regions in zygotes.
Yoshimi K, Kunihiro Y, Kaneko T, Nagahora H, Voigt B, Mashimo T. Nat Commun.
2016 Jan 20;7:10431.
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1. “Crystal Structure of Cas9 in Complex with Guide RNA and Target DNA” H. Nishimasu, F. A. Ran,
P. D. Hsu, S. Konermann, S. I. Shehata, N. Dohmae, R. Ishitani, F. Zhang F and O. Nureki. Cell 156,
935-949 (2014). doi: 10.1016/j.cell.2014.02.001.

2. “Crystal structure of Staphylococcus aureus Cas9” H. Nishimasu, L. Cong, W. X. Yan, F. A. Ran, B.
Zetsche, Y. Li, A. Kurabayashi, R. Ishitani, F. Zhang and O. Nureki Cell 162, 1113-1126 (2015). doi:
10.1016/j.cell.2015.08.007.

3. “Structure and Engineering of Francisella novicida Cas9” H. Hirano, J. S. Gootenberg, T. Horii, O.
O. Abudayyeh, M. Kimura, P. D. Hsu, T. Nakane, R. Ishitani, I. Hatada F. Zhang, H. Nishimasu and
O. Nureki. Cell 164, 950-961 (2016) doi: 10. 1016/j cell.

4. “Structural basis for the altered Pam specificities of engineered CRISPR-Cas9” S. Hirano, H.
Nishimasu, R. Ishitani and O. Nureki. Mol. Cell 61, 886-894 (2016) doi 10.1016/j.molcel.2016.02.018.

5. “Crystal structure of Cpfl in complex with guide RNA and target DNA” T. Yamano, H. Nishimasu,
B. Zetsche, H. Hirano, I. M. Slaymaker, Y Li, |. Fedorova, T. Nakane, K. S. Makarova, E. V. Koonin,
R. Ishitani, F. Zhang and O. Nureki. Cell 165, 949-962 (2016) doi: 10.1016/j.cell.2016.04.003.

6. “Crystal Structure of the Minimal Cas9 from Campylobacter jejuni Reveals the Molecular Diversity
in the CRISPR-Cas9 Systems” M. Yamada, Y. Watanabe, J. S. Gootenberg, H. Hirano, F. A. Ran, T.
Nakane, R. Ishitani, F. Zhang, H. Nishimasu and O. Nureki. Mol. Cell. 65, 1109-1121 (2017).

7. “Real-space and real-time dynamics of CRISPR-Cas9 visualized by high-speed atomic force
microscopy” M. Shibata, H. Nishimasu, N. Kodera, S. Hirano, T. Ando, T. Uchihashi and O. Nureki
Nat. Commun. 8, 1430 (2017).

8. “Engineered CRISPR-Cas9 nuclease with expanded targeting space” H. Nishimasu, X. Shi, S. Ishiguro,
L. Gao, S. Hirano, S. Okazaki, T. Noda, O. O. Abudayyeh, J. S. Gootenberg, H. Mori, S. Oura, B. Hoigmes
M. Tanaka, M. Seki, H. Hirano, H. Aburatani, R. Ishitani, M. Ikawa, N. Yachie, F. Zhang and O. Nureki
Science 361, 1259-1262 (2018).
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1. Nature Biotechnology (2014) 32:267-273
2. Cell Reports (2016) 17:1993-1205
3. Scientific Reports (2017) 7:7384
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4. Nature Communications (2018) 9:5378
5. Leumekia (2020) in press
6. Nature (2019) 568:511-516
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